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 B.Sc. in Chemical Engineering, Ferdowsi University of Mashhad (2000-2004). 

Final Score: 17.05of 20 

 M.Sc. in Chemical Engineering, Iran University of Science and Technology (2004-2006). 

Final Score: 17.98 of 20 

 Ph.D. in Chemical Engineering, Iran University of Science and Technology (2006-2011). 

Dissertation title: Investigation on growth and product formation by Bacillus subtilis 
using a metabolic model 

 

1. Assistant Professor, Tarbiat Modares University of Iran, 2012-present 

2. Postdoctoral Research Fellow, Pasteur Institute of Iran, 2011-2012 

3. Researcher, Research Institute of Petroleum Industry, Tehran, Iran, 2008-2010. 

4. Lecturer, Mahshahr Azad University, Mahshahr, Iran, 2008-2009. 

Courses Taught in university, 2008-present: 

Ph.D.: Systems Biology; Metabolic Engineering; Biochemical engineering. 

M.Sc.:Biochemistry; Genetics; Enzymology; Advanced Mathematics; Microbiology; 

Bioseparation. 

B.Sc.:Process Control; Unit Operation; Engineering Mathematics. 

 

 

 



Executive activities and membership 

 Keynote speaker, ninth Iranian Conference on Bioinformatics, Institute for 

Research in Fundamental Sciences (IPM), Tehran, Iran, (11-12 November 2020). 

https://icb9.ibis.org.ir/ 

 Executive Manager and member of scientific committee, 3rd Iranian Conference 

on Systems Biology, Tarbiat Modares University, Tehran, Iran (27-28 February 

2018). http://icsb2018.modares.ac.ir/ 

 Member of executive and scientific committee,2nd Iranian Conference on 

Systems Biology, Tarbiat Modares University, Tehran, Iran (23-24 December2015). 

 Member of the Systems biology Committee, Biotechnology Development 

Council, Vice Presidency for Science and Technology. 

 Member of industry and patents workgroup, Faculty of Chemical Engineering, 

Tarbiat Modares University. 

 

1. Reconstruction of metabolic networks  

2. Systems metabolic engineering of microbial cell factories 

3. Omics data integration and analysis 

4. Biomedical applications of metabolic modeling 

5. Microbial fuel cells 

6. Multi-scale modeling and microbial communities 

7. Adaptive evolution 

8. Cell-free systems 

 

 Motamedian E., Sarmadi M., Derakhshan E., ‘Systemic process of microorganism culture 
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 Motamedian E., Taheri E. and Bagheri F., “Growth inhibition of a drug resistant cancer cell 
using drugs screened by a system-oriented strategy”, Registration No.: 91805, 2017. Evaluated 
by: Iranian Research Organization for Science and Technology 
(http://dx.doi.org/10.22104/IROST.1396.204). 
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3- Mohammad Amin Boojari, Title: Increasing the productivity of recombinant human growth 

hormone in Pichia Pastoris by presenting a new feeding strategy with the approach of 

integrating the metabolic model and transcriptomics data. 

4- Elahe Derakhshan, Title: Improvement of bacteriocin production by lactic acid bacteria using 

a genome-scale metabolic model. 

5- Oveis Jamialahmadi, Title: Application of genome-scale metabolic models in growth 

inhibition of hepatocellular carcinoma cells. 

6- Mahsa Mekanik, Title: Reconstruction of a genome-scale metabolic model to improve 

hydrogen production using green algae. 

7- Narges Pedram, Title: Reconstruction of a genome-scalemetabolic modelfor human pathogen 

streptococcus pneumoniae. 

 

1- Shaghayegh Yazdanpanah, Title: Development of an evolutionary approach for improving 

recombinant protein production. 

2- Hananeh Ahmadpanah, Title: Metabolic Regulation of Zymomonas Mobilis to Improve 

Microbial Fuel Cell Performance in Electricity Generation. 



3- Mostafa Kheyri, Title: Improving bacteriocin production by Leuconostoc mesenteroides 

using a genome-scale metabolic model and identifying effective genes. 

4- Sajad Ghafari Nasab, Title: Genetic manipulation of Synechocystis sp. PCC 6803 using a 

metabolic model to improve ethanol production. 

5- Hossein Firoozabadi, Title: Improvement of electron production by Synechocystis sp. 

PCC6803 in photosynthetic microbial fuel cells using a genome-scale metabolic model. 

6- Omid Ardalani, Title: Reconstruction of a metabolic model for Lactococcus lactis subsp. 

lactis NCDO2118 to study Bactriocin production. 

7- Ghazaal Hayavi, Title: Early stage diagnosis of breast cancer using a systemic approach. 
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Production in Synechocystis sp. pcc 6803 by using a metabolic model. 

9- Mohammad Hassan Gharibi, Title: Integration of metabolic and regulatory networks to 

inhibit the growth of cancer cell. 
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Anabaena variobilis. 
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1- Iman Shahidi, Title: Metabolic flux analysis of glycosylation to investigate the effect of 

culture medium and process conditions on the pattern of recombinant protein glycoform 
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2- Mahdi Soleimani, Title: Maximizing the production of human growth hormone by high cell 

density culture of Recombinant Pichia Pastoris: Practical approach and using the Genome-
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3- Zahra Azimzade, Title:Metabolic flux analysis to improve Production of Recombinant 

Human Albumin Serum in Pichia Pastoris using Fed-batch Culture associated with 

Feeding. 

4- Shole Ghorbani, Title: Analysis of the metabolic pathways involved in the production of 
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5- Saber Jolokhani, Title:Using systems biology to study bacteria Streptococcusbovis and 

Megasphaeraelsdenii Bacteria Involved in the Production and Consumption of Lactic Acid 

in Ruminant. 

 

1- Ehsan Saleh Abadi, Title: Reconstruction of a genome-scale metabolic network for chicken cell 

(Gallus Gallus 

2- Maryam Saeedi, Title: Using a metabolic model to evaluate the growth and production of 

bioethanol in Zeyommunas mobilis. 

 
1. Outstanding researcher at Tarbiat Modares University (2018). 

2. Member of Iran’s National Elites Foundation.  

3. One of the top three graduate students in B.Sc and M.Sc. 


